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Abstract: In order to confirm the pathogenic species, predominant population and the influence of pest,
years and provinces on pathogens in maize ear rot in the Huang-Huai-Hai summer corn region, 155 sam-
ples of maize ear rot were collected randomly from Henan, Hebei and Shandong provinces in 2013 and
2015. The pathogens were isolated and identified from cankered maize ears with morphological and mo-
lecular methods. The results showed that some species of Fusarium spp., including F. verticillioides, F.
graminearum, F. proliferatum, F. equiseti and F. fujikuroi, were the main pathogens causing the maize
ear rot in Huang-Huai-Hai summer corn region, the isolation frequencies were 49.7%, 28.4%, 12.3%,
3.9% and 1.3%, respectively. Trichoderma spp., including 7. harzianum, T. viride and T. asperellum,
were the secondary pathogens, the isolation frequencies were 8.4%, 3.2% and 5.2%, respectively. The
isolation frequencies of Penicillium spp. was 14.2%. Aspergillus spp. including 4. niger and A. flavus,
the isolation frequencies were 2.6% and 1.9%, respectively. The results indicated that F. verticillioides,

F. graminearum and Trichoderma spp. were the main pathogens of Huang-Huai-Hai summer corn re-
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gion, there existed difference in the species of pathogens and dominant pathogen between different prov-

inces and years, and pests could also aggravate the occurrence of maize ear rot.

Key words: ear rot; Fusarium spp.; Fusarium verticillioides; Fusarium graminearum; Trichoderma spp.
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Table 1 Influence of female ear pest on mixed infection of pathogens in maize ear rot %
- P REEEL o SR TR AR AR i
& Number of Mixed infection frequency of pathogens species it
Source Year Infested rate
samples 47 Four 37 Three 27 Two 17} One
IARA 2013 34 - 11.8 38.2 50.0 79.4
Shandong Province 2015 23 - - - 100.0 13.0
IS 2013 30 10.0 6.7 30.0 53.3 43.3
Henan Province 2015 17 - - 5.9 94.1 59
wALE 2013 32 - 6.3 21.9 71.9 344
Hebei Province 2015 19 - 53 10.5 84.2 26.3
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Fig. 1 The isolation frequencies of maize ear rot pathogens in
different years
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Table 2 The isolation frequencies of maize ear rot pathogens in different provinces %

A1}y Province AR 1 2 3 4 5 6 7 8 9 10 11 12
Number of samples

IW7RAE 57 57.9 70 158 7.0 7.0 88 105 53 35 1.8 18 105
Shandong Province
ENaEe) 47 489 255 128 277 85 43 - - 43 43 21 106
Henan Province
o |y 51 412 549 137 39 98 20 - 39 - - - -
Hebei Province
A1 Total 155 49.7 284 142 123 84 52 39 32 26 19 13 7.1

1: JUSRAIRAL s 2. RO ; 3. HEE; 4. ZHE; 5. MR AR ; 6: BRIUARHE:; 7. AW ; 8. 2 AR%E; 9. 2l

A5 10: BEMES; 11 BEOHEE; 12 HE.

1: F verticillioides; 2: F. graminearum; 3: Penicillium spp.; 4: F. proliferatum; 5:

T. harzianum 6: T. asperellum; 7: F. equiseti; 8: T. viride; 9: A. niger; 10: A. flavus; 11: F. fujikuroi; 12: others.
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