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Identification of the pathogen causing brown spot on grafted watermelon seedlings in Beijing
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Fig. 1 Morphological characteristics of the pathogen causing brown spot on grafted watermelon seedlings
A: WKL B: 73R8, C: PCA ERyrE ¥ F53 518, A: Colony morphology; B: sporulation pattern; C: co-

nidia and conidiophores on PCA.
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Fig. 2 PCR product of the pathogen causing brown spot on

grafted watermelon seedlings
1: 5 J5 14 ) PCR /=4 ; M: D2000 DNA marker, 1:
PCR product of the pathogen; M: D2000 DNA marker.

3 itig

ARG A T T P IR X 53 A A 5 v
H B A T SR o B Al BUm I, S5 BB A
O FYE SR R R TR R A, IR

R, A1 R IRl A 14 R N4l v A D 42 B A P R
IV YO B A, A i R 4 I T IV A 114
R B SO REAR , PRI B9 4 A= v g 7
TR PR IR A e PR B %, S0 =2 Je (2011)
P A AR 2 PRAPREH )L A, PEAE
JE B 18 B A, Hog R G 7ok A T
i SO R AR R AR R A U B T i — 2T

& # X Wk (References)

Bie ZL. 2011. China current situation of the development and counter-
measures of watermelon and melon grafting seedling industry.
China Cucurbits and Vegetables, 24(2): 6871 (in Chinese) [l Z
JE. 2011, FRFE VARG B & R ORI 5.
JICE, 24(2): 68-71]

Simmons EG. 2007. Alternaria: an identification manual. Utrecht:
ASM Press

Zhang TY. 2003. Chinese fungi (4/ternaria). Beijing: Science Press (in
Chinese) [5K KX 5. 2003. [ FUR & - 58 N S hEM 0 m . b
a0 B R

Zhao J, Wu JX. 2012. Evolution analysis of the regionalization of the
production of watermelon and melon in China. China Vegetables,
(11): 5-10 (in Chinese) [ 2%, ZH2%. 2012, H = PU AR ™ X
WA ST . R EBE, (11): 5-10]

TG & )



