T353R Journal of Plant Protection, 2019, 46(1): 251-252

DOI: 10.13802/j.cnki.zwbhxb.2019.2017177

E T 16S rDNA 5 ¥ NEE hyvl/ hyvIl BB E 2% B PCRIQ N R L4

Comparison of the PCR detection systems based on 16S rDNA and AyvI/hyvIl multicopy gene

sequences for Candidatus Liberibacter asiaticus, the pathogen of citrus huanglongbing
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Fig. 1 The sensitivity of different primer pairs for detection of CLas by conventional PCR and qPCR
M: 100 bp DNA ladder; 1~8: FEHZ & B 4351k 107, 10°,10°,10*, 10° 10*,10' . 10° #5 J1/uL. M: 100 bp DNA ladder; 1-8:

Concentrations were 107, 10°, 10°, 10*, 10°, 10°, 10", 10° copies/uL of positive sample, respectively.
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