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RN S AU #5 . ISMV DAS-ELISA it 71 &, 25 EH AC
Diagnostics 23 A ; M-MLV , RRI, dNTP, MiniBEST
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TE B B Y 5 #1457 X box ‘a’ (AWCAACAC) il
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Fig. 1 Phylogenic tree based on the polyprotein amino acid sequences of ISMV Tai’an isolate and other potyviruses
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