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Pathogen identification of pitaya rusty spot disease
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Fig. 1 Morphological characteristics of Aureobasidium pullulans from rust disease of pitaya
; B: 4475 C: JEIHF . A: Colony morphology; B: conidia; C: chlamydospores.
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Fig. 2 Phylogenetic tree derived from neighbor-joining analysis and S-tubulin of BJ12 strains and related species
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