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Cloning and relative expression level of vacuolar-type proton ATPase G subunit gene in the

cotton bollworm Helicoverpa armigera
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Fig. 1 Relative expression of V-ATPase G subunit gene at different developmental stages (A) and tissues (B) of Helicoverpa armigera
GRS V YB bR 25 o AN[A) -8 3R R 28 Duncan LG % 251K 50 AF P<0.05 /K F- 22 5+ 8.3 . Data are mean+SD. Differ-

ent letters indicate significant difference at P<0.05 level by Duncan’s new multiple range test.
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