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Establishment of droplet digital RT-PCR assay for detection of Grapevine Pinot gris virus
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BEZE LA O BHPEGGR , DL A BAVERORE . 1~6: 2050 10°~10° (5 BB BERG BERSIA 5 7. FIPEXTIE . Above the threshold line are
positive microdrops and below are negative microdrops. 1-6: Dilutions of template for 10°-10°, respectively; 7: negative control.
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Fig. 1 Sensitivity of ddRT-PCR (A ) and RT-qPCR (B) for grapevine Pinot gris virus detection
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