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Identification of the pathogen causing basal stem rot on Carica papaya in Guangdong Province
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Fusarium equiseti CBS 307.94 (MH874117.1
002§ Fusarium equiseti CBS 107.07 (MH866100.1
Fusarium chlamydosporum CBS 220.61 (MH869595.1)
Fusarium chlamydosporum CBS 199.63 |_&MH869868.])
Fusarium denticulatum CBS 407.97 (MH874261.1)
Fusarium graminearum CBS 130903 (MH877301.1
Fusarium graminearum CBS 130620 (MH877245.1
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Fusarium incarnatum CBS 130312 §M 877325.1{
Fusarium incarnatum CBS 130319 (MH877332.1
1-1 (MT077003.1)
Fusarium incarnatum CBS 130313 (MH877326.1)
Fusarium solani CBS 131914 (MH877377.1)
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Fig. 1 Phylogenetic tree of the pathogen strain 1-1 of basal stem
roton Carica papaya and related strains based on LSU sequence
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