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Identification of the pathogen caused trunk canker of red emperor maple

Acer plamatum in Shanghai
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Fig. 1 Symptom and morphological characteristics of the pathogen causing branch canker on Acer palmatum in Shanghai
Ax URAECER , 2 WXTHR, 3 MM 2017SH A.P; B: /T4 C: /BT Mo T4, A: 1 is symptom of natu-
rally infected branch; 2 is control branch; 3 is branch inoculated with 2017SHA.P; B: pycnidium; C: conidia and conidiophores.

2.4 3 )NABET 5 5k R R 69 1TS 53 547

X} 2017SHA. P bk rDNA-ITS X 3{3# 47 PCR
HA3RTT 2 644 bp %) Bt . BLAST [R]EP: b X 45
SR, T R A 5 R] AT R (5 A B R 5 81 B AR AR
TR 99% . BRI ATAT R KD, 201 7SHA. P H AR ITS
JF 91 5 AT AT = 8, 960 R A DG 91 s A4 B B a il
B FR—53 32 (K 2) o ik — 2k IS TR 1155
9 EA) 9 Jir B T AT €8 — AR

551 Botryosphaeria dothidea (AB645746)
61 Botryosphaeria populi (AY640253)
0.01 99 Botryosphaeria dothidea (AJ938005)

Botryosphaeria corticis (DQ299248)
100y Botryosphaeria parva (F1462749)
Neofusicoccum parvum (JX275776)
66~ 2017SHA.P
100| * Lasiodiplodia theobromae (KM357554)
Lasiodiplodia theobromae (KF152941)
90' Lasiodiplodia theobromae (KX611107)
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Fig. 2 Phylogenetic tree of the 2017SHA. P and other isolates
based on the ITS sequences by neighbor-joining method
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